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<210> 1 

<211> 217 

<212> PRT 

<213> Escherichia coli 



<400> 1 

Met Asp lie lie Ser val Ala Leu Lys Arg His Ser Thr Lys Ala Phe 
15 10 15 

Asp Ala Ser Lys Lys Leu Thr Pro Glu Gin Ala Glu Gin lie Lys Thr 

20 25 30 

Leu Leu Gin Tyr Ser Pro Ser Ser Thr Asn Ser Gin Pro Trp His Phe 
35 40 45 
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lie val Ala Ser Thr Glu Glu Gly Lys Ala Arg val Ala Lys Ser Ala 
50 55 60 

Ala Gly Asn Tyr val Phe Asn Glu Arg Lys lie Leu Asp Ala Ser His 
65 70 75 80 

val val val Phe Cys Ala Lys Thr Ala Met Asp Asp Ala Trp Leu Lys 

85 90 95 

Leu val val Asp Gin Glu Asp Ala Asp Gly Arg Phe Ala Thr Pro Glu 

100 105 110 

Ala Lys Ala Ala Asn Asp Lys Gly Arg Lys Phe Phe Ala Asp Met His 
115 120 125 

Arg Lys Asp Leu His Asp Asp Ala Glu Trp Met Ala Lys Gin val Tyr 
130 135 140 

Leu Asn val Gly Asn Phe Leu Leu Gly val Ala Ala Leu Gly Leu Asp 
145 150 155 160 

Ala val Pro lie Glu Gly Phe Asp Ala Ala lie Leu Asp Ala Glu Phe 

165 170 175 

Gly Leu Lys Glu Lys Gly Tyr Thr Ser Leu val val val Pro Val Gly 

180 185 190 

His His Ser val Glu Asp Phe Asn Ala Thr Leu Pro Lys Ser Arg Leu 
195 200 205 



Pro Gin Asn lie Thr Leu Thr Glu Val 
210 215 



<210> 2 

<211> 654 

<212> DNA 

<213> Escherichia coli 



<400> 2 

atggatatca tttctgtcgc cttaaagcgt cattccacta aggcatttga tgccagcaaa 60 

aaacttaccc cggaacaggc cgagcagatc aaaactctcc tgcaatacag cccatccagc 120 

accaactccc agccgtggca ttttattgtt gccagcacgg aagaaggtaa agcgcgtgtt 180 

gccaaatccg ctgccggtaa ttatgtgttc aacgaacgta aaatacttga tgcctcgcac 240 
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gtcgtggtgt tctgtgcaaa aaccgcgatg gacgatgcct ggctgaagct ggttgttgac 300 

caggaagatg ctgatggccg ctttgccacg ccggaagcga aagccgcgaa cgataaaggt 360 

cgcaagttct tcgccgatat gcaccgtaaa gatctgcatg atgatgcaga gtggatggca 420 

aaacaggttt atctcaacgt cggtaatttc ctgctcggcg tggcggctct gggtctggac 480 

gcggtaccca tcgaaggttt tgacgccgcc atcctcgatg cagaatttgg tctgaaagag 540 

aaaggctaca ccagtctggt ggtagttccg gtgggtcatc acagcgttga agattttaac 600 

gctacgctgc cgaaatctcg tctgccgcaa aacattacct taaccgaagt gtaa 654 
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